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PP-031 PKCd-ERK signaling regulates GSK-3
inhibition-induced IL-10 expression
K.T. Noh1 *, K.H. Son1, Y.-M. Park1. 1School of Medicine,
Pusan National University, Republic of Korea
Background: Glycogen synthase kinase-3 (GSK-3) modulates
a wide array of cellular processes including embryonic
development, cell differentiation survival and apoptosis.
Recently, it was reported that GSK-3 inhibitor functions
as an attenuator of LPS-induced septic shock and
regulates mortality of endotoxemic mice. However, detailed
mechanism of improved mortality via GSK-3 inhibitor was
less deﬁned yet.
Method: LPS-induced endotoxemia model, Generation and
culture of DC, Measurement of Cytokines, Measurement of
PMN inﬁltration.
Result: Here, we show that the inhibition of GSK-3
induces ERK1/2 activation in LPS-stressed condition via
PKCd activation. These PKCd-induced ERK1/2 activation by
the inhibition of GSK-3 provokes IL-10 expression, which
has a crucial role as a crucial regulator in endotoxemia
condition. We conﬁrmed that GSK-3 inhibition-induced
PKCd, ERK1/2 activation provokes IL-10 expression in LPS-
treated condition using MEK1 and PKCd inhibitor. Next, we
observed that septic shock is caused by LPS is attenuated
on GSK-3 inhibition using a GSK-3 inhibitor. These relieved
endotoxemia induced by GSK-3 inhibition restored in
ERK1/2-dependent manner.
Conclusion: Taken together, IL-10 expression produced by
GSK-3 inhibition-induced ERK activation via PKCd relieves
LPS-mediated endotoxemia. This ﬁnding suggests that IL-10
hyper-expression-mediated by GSK-3 inhibition-induced ERK
activation could be a new therapeutic pathway in the
endotoxemial state.
PP-032 Predictors of mortality in sepsis intensive care
unit patients
J. Sokolova1,2 *, Z. Zajacova1, A. Streharova1, A. Simkova1,
V. Krcmery1,2. 1Department of Clinical Disciplines, School
of Health Care and Social Work, Trnava University,
Trnava, Slovak Republic, 2Department of Public Health,
St. Elizabeth University College, Bratislava, Slovak
Republic
Background: The aim of this study is to analyse predictors
of mortality in sepsis patients hospitalized at intensive care
clinic in University hospital in year 2009.
Methods: Clinical presentation of sepsis was deﬁned
according to 2001 International Sepsis Deﬁnitions
Conference. Statistical analysis was performed with the
open source statistical package R. Predictors of mortality
were analyzed with Cox proportional hazard analysis.
Differences in survival were analyzed with the Kaplan Meier
method. A P-value of <0.05 was considered statistically
signiﬁcant.
Results: There were 61 patients among 262 cases in which
sepsis or severe sepsis or septic shock were diagnosed.
Age of cohort varied from 19 to 84 years, average was
61 years. Males represented 62%. From total number of
sepsis patients 32 (53%) died, of those 72% were males and
28% females. Sepsis was present 13 (21%), severe sepsis
24 (39%) and septic shock in 24 (39%) too, with mortality
rate 5%, 9%, 9% respectively. Mortality on sepsis was 12/100
(12%). Patients with severe sepsis had 39% excess mortality
and 55% excess mortality in septic shock in comparison
to patients with sepsis. As signiﬁcant predictive factors
of mortality were at least 2 or more organ dysfunction
(P < 0.001), high SOFA score during therapy (P < 0.001),
development of severe sepsis or septic shock during hospital
stay (P < 0.05), chronic disease (P < 0.05), male gender
(P < 0.05) and intra-abdominal infection (P < 0.05). Blood
culture was positive in 54% of septic case. Common isolates
were Pseudomonas aeruginosa (22%), Klebsiella pneumoniae
(18%) and Escherichia coli (11%). Polymicrobial cultures was
obtained in almost 30% of sepsis cases.
Conclusion: Development of severe sepsis and septic shock
signiﬁcantly affects survival of patients with sepsis. Risk
factors for mortality were organ dysfunction, high SOFA
score, chronic disease, male gender and intra-abdominal
infection.
PP-033 Orbital complications of acute bacterial
sinusitis
G.A. Popescu1,2, L.C. Gavriliu1,2 *, C. Gubavu1. 1“Prof.
Dr. Matei Bals” National Institute of Infectious Diseases,
Bucharest, Romania, 2“Carol Davila” University of
Medicine, Bucharest, Romania
Introduction: Orbital cellulites is a severe complication of
ABS (acute bacterial sinusitis). Most frequent etiological
agents are Streptococcus pneumoniae, Haemophilus
inﬂuenzae, anaerobes. Given the high incidence of penicillin
resistant S. pneumoniae, the ﬁrst line treatment is
b-lactam/b-lactamase inhibitor, second/third generation
cephalosporins, macrolides, ﬂuorquinolones.
We describe two cases of ABS complicated with orbital
cellulites, caused by ampicillin sensitive S. pneumoniae.
After 15 days therapy with ampicillin both patients had
complete symptoms resolution and normal CT.
Case descriptions:
Case 1. A 22-year-old male presented with a 2 days
history of fever, periorbital edema. Examinatin revealed
exophthalmia, restricted right eye movements, normal
vision. The head CT scan (Figure 1) showed maxillary-
ethmoidal sinusitis, periorbital edema. First treatment was
ampicillin/sulbactam. Ampicilin sensitive S. pneumoniae
(MIC < 0.02mg/mL) was isolated in sinusal secretions.
Therapy changed to ampicillin.
Figure 1.
Case 2. A 22-year-old woman presented in the second
day of fever, headache, periorbital edema. Examination
revealed right periorbital and malar edema, normal vision.
The head CT scan (Figure 2) showed maxillary-ethmoidal
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sinusitis, periorbital edema. The initial treatment was
ampicillin/sulbactam. Ampicillin sensitive S. pneumoniae
(MIC < 0.02mg/mL) was isolated in sinus secretions. Therapy
was switched to ampicillin.
Figure 2.
PP-034 Jolt accentuation of headache in diagnosis of
acute meningitis
Z. Aminzadeh1,2 *, D. Paterson2, A. Roudgari1. 1Shahid
Beheshti Medical University, Infectious Diseases research
center, Tehran, Iran, 2University of Queensland, UQCCR,
Brisbane, Australia
Background: Optimal use of the clinical examination aids
physicians to identify patients with meningitis risk. The
low speciﬁcity of the meningeal signs may be due to
the presence of cervical arthritis and spondylosis among
some patients. One of the most sensitive maneuvers in the
diagnosis of meningitis is jolt accentuation of headache.
Method: A descriptive research was performed on suspected
acute meningitis patients. The patients were evaluated for
presence of meningial signs before lumbar puncture.
Results: 14 patients were evaluated. There was neck
stiffness, Kernig’s, brudzinski’s and jolt sign in 78.6%, 14.3%,
14.3%, and 64.3% of patients respectively. The prevalence,
sensitivity and speciﬁcity, PPV, NPV, LR+, LR of neck
stiffness in comparison with pleocytosis was 50%, 100%,
57%, 70%, 100%, 2.33, and 0 respectively. The prevalence,
sensitivity and speciﬁcity, PPV, NPV, LR+, LR of jolt sign in
comparison with neck stiffness was 78.5%, 82%, 60%, 100%,
60%, 0, and 0.18 respectively. The prevalence, sensitivity
and speciﬁcity, PPV, NPV, LR+, LR of jolt sign in comparison
with pleocytosis was 50%, 100%, 71.5%, 78%, 100%, 1, and 0
respectively.
Conclusion: This study shows that in evaluation of suspected
meningitis patients who have some limitation to evaluate
for neck stiffness, we can evaluate them with jolt sign
in examination. The presence of LR (0.18) jolts sign in
comparison with neck stiffness shows it is an appropriate
sign in these patients. The presence of LR and LR+ (2.33, 0)
for neck stiffness shows it is a good and appropriate way to
diagnose meningitis.
PP-035 Environmental surveillance for methicillin
resistance coagulase negative staphylococci
(MRCoNS) in Hospital Universiti Sains
Malaysia (HUSM)
I. Ibrahim1 *, H. Hasan1, Z. Abdul Rahman1. 1Universiti
Sains Malaysia, Malaysia
Background: Methicillin-resistant coagulase-negative sta-
phylococci (MRCoNS) are an important pathogen in
nosocomial infections. The aim of this study to determine
the common reservoir of MRCoNS and its antimicrobial
susceptibility patterns in our hospital.
Method: The surveillance was conducted from March 2008
to Jun 2009, involved adult medical ICU, neonatal NICU
and three other critical wards. After isolation of MRCoNS
from blood culture/s, screening of patient’s environment,
shared equipment, hands and nasal of the health workers
and guardians will be done. Bacterial identiﬁcation was
done by routine microbiological methods and antibiotic
susceptibility testing was done according to Clinical
Laboratory and Standards Institute (CLSI) and interpreted
accordingly.
Result: A total of 248 MRCoNS were isolated from blood;
(3.2%), ﬁngerprints of staff and guardian; (32.7%), nasal of
staff; (18.1%), nasal and rectal of patients; (10.1%) and
(1.2%) and patient’s environment; (34.7%).
Out of 248 MRCoNS isolated, Staphylococcus epidermidis
were the predominant species (36.3%), followed by
Staphylococcus haemolyticus; (23.8%), Staphylococcus
hominis; (13.7%), and Staphylococcus warneri (11.7%).
Majority of isolated MRCoNS were susceptible to
clindamycin, trimethoprim-sulfamethoxazole, rifampin,
ciproﬂoxacin, teicoplanin, and linezolid.
Conclusion: Staphylococcus epidermidis is the main
reservoir for MRCoNS. Environmental surveillance provides
information about species-speciﬁc differences and useful in
healthcare effectiveness.
PP-036 Molecular detection of Brucella abortus in
bovine milk in Iran
M. Javaheri Koupaei1,2 *, S. Moshkelani3, E. Moghtadaei1.
1Biotechnology Research center, Islamic Azad University-
Shahrekord Branch of Iran, 2Young Researcher Club,
3Biotechnology research center, Iran
Background: Brucellosis is a zoonosis with serious
implications for both humans and animals, affecting
predominantly sexually mature individuals. Brucellosis
continues to be of great health signiﬁcance and economic
importance in many countries. The members of the genus
Brucella are Gram-negative aerobic bacteria which multiply
within macrophages and cause infections in animals and
humans. The aim of this study was to use PCR as an accurate
and rapid method to detect B. abortus in bovine milk sample
of Iran.
Methods: Milk samples from 120 dairy cattle were collected
from Chaharmahal va Bakhtiari provinces (part of Iran) and
the extracted DNAwas evaluated by PCR test for the speciﬁc
gene of B. abortus. The primers amplifying different regions
of the Brucella genome, which amplify a 223-bp fragment
of the 31-kDa outer membrane protein.
Result: From the total number of 120 samples, 73 (60.83%)
gave positive results for B. abortus by conventional PCR.
Conclusion: Directly from milk sample of dairy cattle and
therefore could be a valuable diagnostic or screening test
for herds with Brucellosis.
